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1BKN_B 352 aa linear BCT 09- JUL- 1998 

CInain B, Crystal Structure Of An N-Terminal 40kd Fragment Of E. 
Col i Dna Mismatch Repair Protein MutI . 
1BKN_B 

1BKN_B Gl:5107507 

pdb: molecule 1BKN, chain 66, release Jul 9, 1998; 
deposition: Jul 9, 1998: 
class: Dna Repair; 

source: MoLid: 1; Organ ism_scientific: Eschar ichia Col i ; Strain: 

K-12; Plasmid: Ptx418; Gene: MutI; Express ion_system: Escherichia 

Coll; Express ion_system_st rain: Hms174 (Lambda De3); 

Exp r ess i on_sys t em_vec t o r _t y pe : Plasmid: Express! on_sy s t em_p I asm i d : 

Ptx418; Expression_system_gene: MutI; 

Exp. method: X-Ray Di f tract ion. 

Escher ichia col i 
Escher ichia col i 

Bacteria; Proteobacter ia; Gammaproteobacter ia; Enterobacter iaies; 
Enterobacter iaceae; Escherichia. 

1 (residues 1 to 352) 
Ban,C. and Yang,W. 

Crystal structure and ATPase activity of MutL: implications for DNA 

repair and mutagenesis 

Cell 95 (4). 541-552 (1998) 

99043508 

9827806 

2 (residues 1 to 352) 
Yang,W. and Ban,C. 
Direct Submission 
Submitted (09-JUL-1998) 
Revision History: 

MAY 11 99 Initial Entry. 
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1..352 

/organ ism="Escher ichia coli" 

/db_xref="taxon:562" 

1..222 
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26.. 40 
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41. ,51 
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1 gshmpiqvlp pqlanqiaag evverpasvv kelvenslda gat r id i die rggaklirir 
61 dngcgikkde lalalarhat skiaslddle aiislgfrge alasissvsr Itltsrtaeq 
121 qeawqayaeg rdmnvtvkpa ahpvgttlev Idlfyntpar rkflrtekte fnhideiirr 
181 iaiarfdvti nishngkivr qyravpeggq kerrlgaicg tafleqalai ewqhgditir 
241 gwvadpnhtt palaeiqycy vngrmmrdrl inhairqace dklgadqqpa fvlyleidph 
301 qvdvnvhpak hevrfhqsrl vhdfiyqgvl svlqqqietp Iplddepqpa pr 



Disclaimer | Write to the Help Desk 



http7/www.ncbi.nlm.nih.gov/entrez/viewericgi?db=protein&val=5 107507 



3/6/04 



